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Apolipoprotein M (apoM) is a member of the lipocalin superfamily and an important carrier
of the small bioactive lipid sphingosine-1-phosphate (S1P). The apoM/S1P complex is
attached to all lipoproteins, but exhibits a signiﬁcant preference for high-density
lipoproteins. Although apoM, S1P, and the apoM/S1P complex have been discovered
more than a decade earlier, the overall function of the apoM/S1P complex remains
controversial. Evidence suggests that the complex plays a role in inﬂammation and
cholesterol metabolism and is important for maintaining a healthy endothelial barrier,
regulating the turnover of triglycerides from lipoproteins, and reducing cholesterol
accumulation in vessel walls. Recent studies have also addressed the role of apoM and
S1P in the development of diabetes and obesity. However, limited evidence is available,
and the data published so far deviates. This review discusses the speciﬁc elements
indicative of the protective or harmful effects of apoM, S1P, and the apoM/S1P complex
on type 2 diabetes development. Since drugs targeting the S1P system and its receptors
are available and could be potentially used for treating diabetes, this research topic is a
pertinent one.
Keywords: apolipoprotein M, sphingosine-1-phosphate, obesity, diabetes, insulin resistance

INTRODUCTION
Apolipoprotein M (apoM) was discovered in 1999 (1) and has since been associated with various
conditions, such as atherosclerosis, cardiovascular disease (2), dyslipidemia (3), diabetes (4, 5),
inﬂammation, and sepsis (6). ApoM is expressed in the liver and kidney, and to a minor extent, in
adipose tissue (2, 7). While circulating apoM is primarily bound to and carried by high-density
lipoproteins (HDLs), it can also bind to other lipoprotein subtypes, such as low-density lipoproteins
(LDLs), very-low-density lipoproteins (VLDLs), and chylomicrons (1, 8). Most apolipoproteins are
associated with a single class of lipoproteins; however, the promiscuous nature of apoM may lead to
complexities related to its biological functions. For example, apoM-containing HDL was shown to
reduce cholesterol deposition in the walls of blood vessels, thereby reducing atherosclerosis in
animals (2, 8, 9). In contrast, apoM-containing LDL increased the circulation time of LDL particles
and potentially increased the risk of deposition of such particles in the vessel walls (3, 10).
Additionally, apoM can switch between lipoprotein subtypes depending on the relative
concentration of each subtype (10). The marked difference in the enzyme and lipoprotein
distribution in humans and mice further complicates this phenomenon. Therefore, it remains
unclear whether apoM plays a positive or negative role in lipid metabolism, and details of the
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S1P is produced from ceramide and sphingosine via
sphingosine-1-kinase and sphingosine-2-kinase, which are
widely distributed. S1P can be converted to sphingosine by S1P
phosphatase 1 and 2 and degraded by S1P lyase.
The S1P signaling cascade is potent due to the various
biological outcomes mentioned above and has introduced a
novel dimension to apoM biology and complexity to the
functionality of apoM-containing lipoproteins. This review
focuses on the roles of apoM and S1P in diabetes and our
learnings from human and animal studies. The role of the
apoM/S1P complex as a biomarker, the effect of diabetes on
the plasma apoM/S1P levels, and the potential role of apoM/S1P
in the development of diabetes have been discussed.

biological role of apoM are yet to be uncovered. The onset of
diabetes makes it more challenging to identify the precise role of
apoM owing to its contribution in dyslipidemia, insulin
resistance, and inﬂammation, which potentially affects the
plasma levels of apoM. Importantly, these biological conditions
may also be modiﬁed by apoM per se and will be discussed
further in this review.
ApoM is characterized by its ability to structurally form a
hydrophobic binding pocket as a member of the lipocalin
superfamily (11, 12) (Figure 1). In this central pocket, apoM
can bind the small bioactive lipid, sphingosine-1-phosphate
(S1P). ApoM was found to be an important chaperone for S1P
and a participant in the interaction with the S1P-receptor family
(11). Five G-protein-coupled receptors (S1P1–5) have been
identiﬁed to date. S1P1–3 are expressed ubiquitously, whereas
the expression of S1P4 is restricted to the lungs and lymphoid
organs, and that of S1P5 to the brain, skin, spleen, and leukocytes
(13). When S1P binds to S1P receptors, signaling is initiated by
the phosphorylation of the G-proteins associated with each S1P
receptor, which induces the internalization of the S1P-S1Preceptor complex (Figure 2). The binding of S1P to S1P1
activates Gi (14), binding to S1P2–3 activates Gi, Gq, or G12/
13 (15) and binding to S1P4–5 activates Gi or G12/13 (16). In
general, S1P1 activation is counteracted by S1P2 activation and
supported by S1P3. S1P is associated with the regulation of
angiogenesis (17, 18), vascular maturation during development,
promotion of endothelial cell migration (19), regulation of
lymphocyte trafﬁcking (20), and enhancement of endothelial
barrier function (21, 22) through these signaling cascades.

CAN PLASMA APOM LEVELS
CONTRIBUTE TO THE
SUBCLASSIFICATION OF DIABETES?
To improve treatment and clinical guidelines for patients with
diabetes, efforts have been made to subcategorize classical type I
(T1D) and II (T2D) diabetes. Among these, maturity onset
diabetes of the young (MODY) is difﬁcult to distinguish from
other types of diabetes unless a speciﬁc family of genetic variants
is identiﬁed. Some of the genes related to MODY are members of
the hepatonuclear factor (HNF) family. An insightful study
conducted in both mice and humans was the ﬁrst to suggest
that HNF1a is an important regulator of apoM transcription (4).
HNF1a-KO mice did not exhibit apoM expression in the liver
and kidneys. The serum apoM levels were also reduced by 50% in
HNF1a-KO mice compared to that in wild-type animals. In
parallel, the study also identiﬁed that patients with mutations
in HNF1a (MODY3, n=9) showed reduced serum apoM levels
compared to controls (n=9) (P<0.02) and patients with
mutations in HNF4a (MODY1, n=9). This study suggested
that plasma apoM is a useful serum marker for the
identiﬁcation of patients with MODY3. Another study was
performed on 71 carriers of MODY3 and 85 family controls
(23). Only female carriers of MODY3 showed a 10% reduction in
the plasma apoM levels. The reduction was maintained after
adjusting for diabetes. The second cohort in the same study
included 24 patients with MODY3, 11 patients with MODY1, 18
patients with T2D, and 19 non-diabetic controls. No differences
were observed in the apoM levels across the different groups.
Plasma apoM levels were measured using two different types of
ELISA; however, the levels could not be used in isolation to
explain the discrepancy between the conclusions. A follow-up
study was conducted in a larger cohort (24). The apoM levels
were measured in patients with MODY3 (n=69), T1D (n=50),
T2D (n=120), and healthy controls (n=100). Again, the serum
apoM levels were signiﬁcantly lower in patients with MODY3
than in controls and patients with T1D. There was no signiﬁcant
difference in the apoM levels between patients with MODY3
and T2D.
The ﬁndings from the above studies indicate that the plasma
apoM levels may be reduced in patients with MODY3 than in

FIGURE 1 | Illustration of the apoM structure with S1P. Beta-sheets are
represented by yellow lines and alpha helix are represented by purple colors.
The S1P molecule is represented by the green line. The model is based on
the RCSB protein data bank ID 2YG2 (11).
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FIGURE 2 | S1P receptor signaling. Binding S1P-receptors initiates signaling through G-protein coupled receptors, which further activate small GTPase binding
proteins i.e. Ras, Rac, and Rho.

crossover study on treatment with statins, ﬁbrates, and a
combination of both (27). Statins reduced the plasma apoM
levels by 9%. It remains unknown if this minor reduction is
attributable to the absence of a normal insulin response in
patients with T2D or if it is applicable to non-diabetic patients.
Another interesting contributor in LDL-metabolism is
proprotein convertase subtilisin/kexin type 9 (PSCK9), which
controls the number of LDL receptors on the cell surface. In a
study on non-diabetic individuals (n=79), overweight individuals
(n= 32), and individuals with obesity (n= 10), the plasma apoM
levels were inversely correlated with BMI, and the PCSK9 levels
were positively correlated with insulin levels. However, despite
the relationship among apoM, PCSK9, and apoB-containing
lipoproteins such as LDL, the correlation between the apoM
and PCSK9 levels was not signiﬁcant in the entire cohort
(P=0.19). The apoM levels correlated positively with PCSK9
levels in lean individuals (r= 0.337, P= 0.041) after adjustment
for BMI and apoB, but not in individuals who were overweight or
had obesity, suggesting that LDL-associated apoM may be
differently processed depending on metabolic health.
Interestingly, S1P and apoM may also be affected in
contradictory manners in individuals with obesity. The
circulating S1P levels were elevated in both obese mouse
models and in humans with obesity than in lean healthy
controls (28). Furthermore, in humans, the plasma S1P levels
were positively correlated with the total body fat percentage,
BMI, fasting insulin, total cholesterol, and LDL-cholesterol. The
reason for this discrepancy between the apoM and S1P levels
remains unknown and requires further investigation.
Lipid metabolism is highly dependent on the responses to
glucose and insulin not only in the liver but also in muscles and
adipose tissues. Recently, apoM was identiﬁed as a novel
adipokine (7) in a study in which plasma samples and adipose
tissues from 485 individuals were tested. APOM is expressed in
human subcutaneous and visceral adipose tissues. ApoM was
also secreted from adipocytes into circulation, as measured using
the arterio-venous difference from adipose tissue. APOM
expression was inversely correlated with adipocyte size in

controls and patients with T1D; however, plasma apoM levels are
not useful for distinguishing patients with MODY3 from those
with T2D. Since patients with MODY have a mixed phenotype,
with plasma proﬁles similar to those of T2D but onset at a young
age as in T1D, the plasma apoM levels may be useful for partial
distinction between patients with MODY3 and T1D. Further
experiments, including measurement of plasma S1P levels, are
needed for clariﬁcation.

HOW ARE PLASMA APOM AND S1P
ASSOCIATED WITH LIPIDS IN PATIENTS
WITH DIABETES?
Diabetes is often associated with dyslipidemia. A typical lipid
proﬁle from individuals with T2D shows increased plasma
triglyceride levels and reduced HDL-cholesterol levels. In
addition, a preference for small atherogenic LDL particles
despite normal LDL-cholesterol levels is often reported. Under
normal physiological conditions, the plasma apoM and S1P
levels are positively associated with the HDL- and LDLcholesterol content in humans (25). ApoM may even exchange
lipoproteins depending on the availability of the lipoprotein
subtypes (10).
Plasma apoM levels were 9% lower in patients with T2D
(n=78) than in controls (n=89, P=0.01) (26). The difference in
apoM levels was largely attributable to diabetes-associated
obesity. The apoM levels were also positively correlated with
both HDL- (r=0.16; P=0.04) and LDL-cholesterol content
(r=0.28; P=0.0003). The plasma apoM levels can also predict
pre-b-HDL levels (r=0.16; P=0.04) and pre-b-HDL formation
(r=0.19; P=0.02), independent of positive relationships with
apoA-I and HDL-cholesterol. This suggests that apoM may
play a role in early HDL remodeling in humans. Since apoM is
associated with both HDL and LDL particles, studies have
addressed the effect of LDL-reducing statin treatment on apoM
levels. A study on 14 patients with T2D was included in a
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than 400 patients and 35 controls (32). In another study, HDL
was isolated from 20 controls and patients with CKD (33). The
apoM contents in HDL and plasma albumin were found to be
low, whereas the HDL-S1P levels were high. Further studies are
needed to understand whether apoM and/or S1P play a role in
the development of DN, but also whether the complex can
predict the risk of future events or deteriorating kidney function.

adipose tissue, lower in obese than in lean individuals, and lower
in patients with metabolic syndrome and T2D. However,
regardless of the fat depot, there was a positive relationship
between adipose APOM expression and systemic insulin
sensitivity, independent of the fat mass and plasma HDLcholesterol content. Lastly, in individuals with obesity, calorie
restriction promoted adipose APOM expression and secretion
from adipose tissue explants. It will be interesting to note
whether further investigation can reveal the role of apoM and
S1P in adipocyte biology and function.
The metabolic changes induced by the life-long derangement
of insulin, glucose, and lipid levels can lead to an increased risk of
cardiovascular disease in patients with T2D. It was evaluated
whether changes in the plasma apoM or S1P levels were associated
with prevalent subclinical atherosclerosis in 545 individuals from
the African American Diabetes Heart Study (29). The plasma S1P
and apoM levels were not associated with the coronary artery
calcium levels, a marker of subclinical atherosclerosis. After 64
months of follow-up, higher levels of plasma S1P (odds ratio [OR]=
0.14, P=0.01) and plasma apoM (OR=0.10, P=0.02) were found to
be associated with lower mortality after adjusting for age, sex, statin
use, calcium levels, kidney function, and albuminuria. The
association of apoM with mortality has been conﬁrmed
previously in a cohort of patients with heart failure (30). Even
though the underlying mechanism remains unknown, the effect
seems to occur independently of diabetes.

DOES EXPERIMENTAL DIABETES AFFECT
PLASMA APOM AND S1P LEVELS?
Multiple animal models of obesity and diabetes are commercially
available, and a large group of studies addressing apoM/S1P
biology and its potential role in diabetes have been performed
using experimental diabetic models. To interpret the outcomes of
such studies, a basic understanding of the changes in plasma
apoM/S1P levels during experimental diabetes and obesity is
necessary. In the following section, a systematic overview of the
common animal models of diabetes and the effects on plasma
apoM and S1P levels has been provided (Table 1).

Animal Models of Obesity
Ob/ob or db/db mice with leptin or leptin receptor deﬁciency are
commonly used as models of obesity and concomitant
hyperinsulinemia, respectively. These models lack control of
food consumption, which leads to an increase in the body
weight and plasma insulin, with the potential risk of insulin
resistance development, resembling obesity in humans. Both ob/
ob and db/db mice showed a signiﬁcant reduction in plasma
apoM levels (approximately 30%–50%) (35). The reduction was
related to a decrease in liver and kidney apoM mRNA expression
and could be reversed by leptin administration (0.5 or 1.5 µg/g
body weight). In contrast, the plasma S1P levels were elevated in
obese mice compared to those in lean controls (28). The increase
in plasma S1P levels was more than 100% in animals administered
a high-fat diet (HFD), and approximately 50% in ob/ob mice,
compared to that in chow-fed or lean control animals. The
reasons for the inconsistency between the plasma apoM and
S1P levels in obesity and HFD administration, as illustrated in
the two studies discussed above, are unknown; however, the
inconsistency has also been reported in human studies. It was
expected that a reduction in plasma apoM levels would be
accompanied with a similar reduction in plasma S1P levels. In
wild-type animals fed a chow diet and not exposed to metabolic
stress, approximately one-third of the apoM-particles contained
and transported S1P, corresponding to approximately 70% of the
total plasma S1P content (11). The remaining plasma S1P was
bound to albumin. Furthermore, under normal physiological
conditions, the plasma apoM and S1P levels were positively
correlated. However, it remains unknown whether the binding
potential of apoM changes in individuals with obesity, thereby
counterintuitively increasing the plasma S1P levels or altering the
distribution of S1P between apoM and albumin. Notably, a small
proportion of S1P molecules may also bind to apoA-IV when the
apoM content is depleted (47). However, it remains unknown if

CAN APOM/S1P CONTRIBUTE TO
THE DIAGNOSIS OF DIABETIC
NEPHROPATHY (DN)?
ApoM is primarily expressed in the liver, but also to a large
extent in the cells of the renal proximal tubule. Diabetes is known
to affect kidney function and biology, thereby inducing
nephropathy. The role of apoM and S1P in the development of
DN has only been addressed in a limited number of studies, but
with various outcomes dependent on study design, size, and
primary aim. In a study on T2D, individuals were segregated
based on the degree of albuminuria (31). The plasma S1P levels
declined with kidney function, as explained by the loss of
albumin in urine. The study did not report any effects on the
apoM levels. The urine S1P levels were not measured, and the
study did not include a healthy control group. A second study
included 96 patients with DN, 100 age- and sex-matched diabetic
patients without DN, and 110 healthy controls. All patients with
T2D were divided into three groups according to urinary
albumin excretion. Patients with DN had higher plasma apoM
concentrations than those without DN (P<0.05). The areas under
the curve in a receiver-operating characteristic curve analysis for
apoM showed that the plasma apoM levels were not a predictor
of DN in healthy individuals. Surprisingly, the apoM levels were
higher in patients with nephropathy and T2D. A study
conducted in patients with chronic kidney disease (CKD), of
whom 30% also suffered from T2D, showed a reduction in
plasma apoM levels with severity of CKD in a cohort of more
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TABLE 1 | Overview of the experimental animal models and the effect on either plasma apoM and S1P or effects on insulin and glucose metabolism.
Model

Wild type Rats
Ob/Ob
Ob/ob
Db/Db
NOD
NOD mice
NOD.Scid mice
STZ-treated C57B6 mice
STZ-treated C57B6 mice
STZ-treated Wistar rat
Alloxan treated NMRI mice
C57B6 + apoM-adenovirus
C57B6 + apoM-adenovirus
C57B6 + apoM-adenovirus
C57B6 + apoM-adenovirus
ApoM-KO
ApoM-KO
S1P2-KO

Diet

Glucose
Chow
Chow
Chow
Chow
Chow
Chow
Chow
Chow
Chow
Chow
HFD
HFD
HFD
HFD
HFD
HFD
HFD

S1P-modulating
treatment

JTE-013

Plasma apoM

Reduced
Reduced
Unknown
Reduced

Plasma S1P

Blood glucose

Glucose tolerance

Insulin tolerance

Increased
Unknown
Increased
Local increase

Increased
Unknown
Increased
Increased
Reduced
Reduced
Increased
Reduced
No effect
Increased
Reduced
Lost effect
Reduced
Lost effect
Increased
Reduced
Reduced

Intolerant
Improved
Intolerant

Insulin resistance
Improved
Insulin resistance

Improved
Improved

Improved
Improve

Improved
No effect

Improved
No effect

Improved
Lost effect

Not affected
Lost effect
Improved
Lost effect
Insulin resistance

Ponesimod
FTY720
Increased

Increased

FTY720
FTY720

VPC23019
JTE-013

Reduced
Increased
Increased
Increased
Increased
Absent
Absent
Unknown

Increased
Increased
Increased
Increased
Reduced
Reduced
Unknown

Intolerant
Improved
Improved

Improved

Reference

(34)
(5, 28, 35)
(36)
(28, 35)
(37)
(38)
(39)
(40)
(41)
(42)
(43)
(44)
(44, 45)
(45)
(45)
(45)
(46)
(36)

C57B6, wild type mice; FTY720, S1P-receptor antagonist; HFD, high fat diet; JTE-013, S1P2 antagonist; NOD, Non-obese diabetes; STZ, streptozotocin; VPC23019, S1P1 and
S1P3 antagonist.

carrier in this state, and reports on the measurement of plasma or
thymic apoM levels in such animals are yet to be published.

S1P bound to apoA-IV plays a biological role in diabetes
comparable to that of S1P bound to apoM. ApoM metabolism
may also be directly regulated by insulin or glucose. Hence, rats
injected with a 25% glucose solution (2.5 mL/h for 6 h) showed a
signiﬁcant reduction in both serum apoM content and hepatic
apoM mRNA levels (34). Meanwhile, the insulin level only
increased moderately, indicating that the low apoM expression
in these diabetic models may be ascribed to hyperglycemia rather
than to insulin resistance. However, this is debatable because
insulin can affect the transcription factor forkhead box A2
(FOXA2) (5), and thereby repress apoM expression. Therefore,
ob/ob mice exhibited a sudden decrease in apoM expression
owing to the inactivation of FOXA2 in the hyperinsulinemic
state. This was the ﬁrst study to identify a biological link between
insulin levels and apoM transcriptional regulation in obesity.
The increase in plasma S1P levels in hyperinsulinemia may be
linked to a change in the expression of multiple enzymes
involved in S1P production (sphingosine kinase 1 and 2) or
degradation (S1P lyase or S1P phosphatases 1 and 2); however,
the precise mechanism underlying this remains unknown.

Models With Chemically Induced Diabetes
Streptozotocin (STZ) is commonly used for developing models of
diabetes. Depending on the administration protocol and
combination with diets, STZ generally induces the partial
destruction of insulin-producing pancreatic beta cells. The
plasma S1P and apoM levels in STZ-treated wild-type B6 mice
were approximately 30% higher than those in control mice (40).
A high dose of insulin (80 IU/kg body weight) decreased both
plasma S1P and apoM levels. A second study observed an increase
in S1P2 expression in the renal cortex and glomeruli in STZ-treated
rats (48). These rats showed a signiﬁcant increase in their blood
glucose levels (above 300 mg/dL). The S1P2 receptor generally
counteracts the effect of S1P1 owing to the activation of different Gproteins and downstream responses (Figure 2); therefore, an
increase in S1P2 levels may increase the permeability of the
glomeruli and loss of kidney function. Even though the animals
were tested for 52 weeks, no signs of nephropathy were observed.
However, further experiments are required to evaluate this.
Lastly, the administration of the toxic glucose analogue
alloxan (120 mg/kg) in Naval Medical Research Institute
outbred mice (wild-type mice used for toxicology experiments)
damaged the insulin-producing pancreatic beta cells, increased
the glucose levels, and reduced the insulin levels (43).
Concurrently, these mice exhibited a 70% reduction in the
plasma apoM levels. Compared to controls, alloxan-treated
mice exhibited a reduction in apoM mRNA and gene
expression in both liver and kidney tissues. The daily
administration of 5 IU/kg insulin increased the plasma apoM
levels. This supports the hypothesis that insulin is an important
regulator of plasma apoM levels and needs to be considered
when diabetic models are discussed in future studies. The S1P

Non-Obese Models of Diabetes
Non-obese diabetic (NOD) mice harboring polygenetic
alterations that induce the risk of diabetes are another type of
genetic diabetes model. NOD mice develop insulitis owing to
leukocyte inﬁltration in the pancreatic islets. S1P1 expression was
reduced in thymocytes (CD8+ and CD4+ cells) in this model
compared to that in controls (37). A decrease in S1P lyase levels
was also observed in NOD thymocytes, which could potentially
lead to a higher local S1P level, thereby inducing S1P1
internalization from the cell surface. Therefore, the modulation
of S1P1 expression and S1P/S1P1 interactions in NOD mouse
thymocytes may be part of the T-cell migratory disorder observed
in T1D pathogenesis. It remains unknown if apoM acts as an S1P

Frontiers in Endocrinology | www.frontiersin.org

5

May 2021 | Volume 12 | Article 665393

Christoffersen

ApoM and Type II Diabetes

and/or S1P3. To explore the pathways underlying glucose
metabolism, microarray RNA analysis and analysis of metabolites
(e.g., glucose, fructose, maltose, and related metabolites) in liver
tissue samples obtained from ApoM-KO and wild-type HFD-fed
mice were performed (49). The majority of hepatic glucose
metabolites were present at lower concentrations in the apoM-KO
mice than in the wild-type mice, and genes associated with hepatic
glucose metabolism were downregulated. The study also showed
that the level of AKT phosphorylation in response to insulin
stimulation in the muscles and adipose tissues was signiﬁcantly
lower in apoM-KO mice than in wild-type mice.
In contrast to the above studies that were performed in apoMKO mice using the Crispr/Cas9 technology (removal of
nucleotide no. 318–328 in the murine apoM transcript),
another study conducted using an alternative apoM-KO strain
(replacement of 39 base pairs in exon 2 with a NEO-cassette)
showed contradictory results (46). ApoM deﬁciency was
associated with an increased brown adipose tissue content,
acceleration of postprandial triglyceride clearance, and
protection against diet-induced obesity. Moreover, the data
suggested that apoM-deﬁcient mice showed an S1P-dependent
phenotype reﬂecting diminished S1P1 stimulation. The reason
underlying the contradictory results is unknown. As reported,
the studies were conducted in animals with a B6 background and
evaluated approximately 10 weeks after the commencement of
HFD, and similar plasma S1P levels were reported at baseline.
The potential confounder is that neither study reported the S1P
level after HFD was administered. As discussed earlier in this
review, the consumption of an HFD can increase the S1P levels,
whereas in apoM-expressing models, HFD reduce apoM levels
via the negative regulation of hyperinsulinemia. However, this
information was not included in the above studies and must be
considered in future studies to clarify the role of apoM/S1P in
obesity and the development of insulin resistance.
The S1P1 receptor has gained interest owing to its effect on
lymphocyte migration and endothelial barrier function.
However, the S1P2 receptor is a counteracting partner of S1P1.
A study conducted on S1P2-KO mice investigated the role of this
receptor in glucose metabolism. HFD-fed S1P2-KO mice showed
reduced white adipose tissue, but the differences became
negligible after 4 weeks of HFD (36). However, compared to
wild-type mice, HFD-fed S1P2-KO mice showed improved
glucose and insulin tolerance. The administration of JTE-013
(S1P2 antagonist) to ob/ob mice also improved glucose tolerance
and insulin sensitivity. Hence, S1P2 blockade may be a novel
therapeutic strategy for obesity and T2D. The phenotype
observed in S1P2-KO mice or JTE-013-treated animals aligned
with that of apoM-KO mice in certain studies (46). It remains
unknown whether apoM-bound S1P prefers speciﬁc S1Preceptors; however, it could be important to explore if such
targets should be developed to improve the treatment of patients.

levels were not measured in this study and could be an important
mediator of the experimental outcome.
Collectively, these experimental models can be used to
monitor changes in the plasma apoM and S1P levels under
various conditions depending on the choice of experimental
protocol and purpose. This also highlights the need for a better
understanding of animal models of diabetes before their use in
studies related to the development of obesity and diabetes. The
investigation of endothelial function or dyslipidemia in relation
to obesity is a potential challenge. Obesity and hyperinsulinemia
are accompanied by reduced apoM levels and increased plasma
S1P levels. ApoM, S1P, and the apoM/S1P complex exert
independent and combined effects on lipoprotein metabolism,
endothelial function, and inﬂammation, among others. The
contribution of each component in diabetes has been explored,
and will be discussed further in the subsequent sections.

DO APOM AND S1P AFFECT THE
DEVELOPMENT OF DIABETES?
These ﬁndings highlight the potential effects of metabolic
changes occurring during obesity and T2D on the plasma
apoM/S1P content. The following section will focus on the role
of apoM/S1P in the development of experimental diabetes. Since
apoM is associated with changes in lipid metabolism and
cardiovascular diseases and S1P is important for inﬂammation,
lymphocyte migration, endothelial integrity, and angiogenesis,
several experimental studies have attempted to explore whether
apoM and/or S1P contribute to the development of diabetes (e.g.,
by inducing glucose or insulin resistance) and the associated
complications (e.g., cardiovascular disease, neuropathy,
retinopathy, and nephropathy).

Glucose and Insulin Response
C57BL/6 wild-type HFD-fed mice treated with an adenovirus
inducing the overexpression of hepatic apoM showed lower blood
glucose levels compared to mice treated with control virus (44).
While an insulin tolerance test showed that insulin sensitivity was
not signiﬁcantly affected, a glucose tolerance test showed that
apoM-overexpressing mice exhibited improved glucose tolerance.
This was likely attributable to enhanced insulin secretion, a
phenomenon that was reversed by treatment with an S1P1 and
S1P3 antagonist (VPC 23019). Some of the underlying
mechanisms can be ascribed to the apoM-induced protection
against S1P degradation and an increase in Pdx1 expression
(thereby reducing the endoplasmic reticulum stress) (44). A
second study also supported these observations (45), and
showed that ApoM-KO mice fed HFD were glucose intolerant
and exhibited worsening insulin resistance, whereas mice with
apoM overexpression showed improvement of insulin resistance
(45). The potential mechanisms were hypothesized to include the
activation of the insulin signaling pathways, such as the AKT and
AMPK pathways, and improvement of mitochondrial functions
through the upregulation of hepatic SIRT1 levels. These actions
of apoM/S1P appear to be mediated by the activation of S1P1

Frontiers in Endocrinology | www.frontiersin.org

Immune Response and Diabetes-Induced
Complications
Fingolimod (FTY720) is commonly used for treating multiple
sclerosis (50). The compound is a functional S1P antagonist that
binds to four of the ﬁve S1P receptors, with the highest afﬁnity
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STZ treatment can also induce end-stage DN with
albuminuria. Treatment with FTY720 or SEW2871 (an S1P1
agonist) attenuated these effects (52). While FTY720 induced
lymphopenia, SEW2871 reduced albuminuria in Rag1-KO mice
(lacking T-cells), suggesting that the reduction was not
associated with lymphocyte inﬁltration. These beneﬁcial effects
could be explained by the S1P1-induced protection of podocytes.
Lastly, retinopathy is another complication associated with
diabetes. Interestingly, after FTY720 treatment, STZ-treated rats
developed lymphopenia, with reduced levels of inﬂammatory
cytokines compared to that in controls. The levels of cellular
adhesion molecules, such as VCAM and ICAM, and the
permeability of the retinal barrier, were also reduced in retinal
biopsies. Therefore, this study suggested a potential treatment for
diabetes-induced retinopathy using FTY720 (42).

for S1P1. After binding to the receptor, it mediates receptor
internalization and degradation. In multiple sclerosis, the major
role played by FTY720 (or later generations of the drug) is
suppression of the immune response by reducing lymphocyte
migration (50). A similar effect could be advantageous for
avoiding the migration of inﬂammatory cells into and
destruction of insulin-producing beta cells in the pancreas or
organs (e.g., retina, kidney, and arterial wall) exhibiting
associated immune-mediated complications (such as
retinopathy, nephropathy, and cardiovascular diseases). These
mechanisms have been explored in several studies. STZ-treated
Wistar rats with a blood glucose concentration greater than 16.7
mM were administered FTY720 daily for 12 weeks (42). FTY720
treatment did not reverse the diabetic phenotype induced by STZ
treatment. In other models of diabetes, the inhibition of the S1Pmediated immune response may delay or inhibit diabetes. For
example, NOD.Scid mice (a model lacking mature B and T cells
and resistance to insulitis under normal conditions) were
transplanted with splenocytes (including T-cells) from diabetic
NOD mice (39). The transplantation model developed diabetes,
which could be prevented by administering FTY720 before the
transfection of T-cells (39). If FTY720 was administered after the
transplantation, the progression of diabetes would be delayed,
but not prevented, since the drug would be unable to completely
suppress memory and effector T-cells in circulation. Ponesimod,
a second-generation drug with a selective S1P1 receptor proﬁle,
has also been tested in a NOD animal model (38). Ponesimod
was administered orally to NOD mice starting at 6, 10, 13, and 16
weeks of age and continuing up to 35 weeks of age or to NOD
mice with recent onset diabetes. The peripheral blood and spleen
B and T cell counts were signiﬁcantly reduced after ponesimod
administration. Chronic ponesimod treatment efﬁciently
prevented autoimmune diabetes in 6-, 10-, and 16-week-old
pre-diabetic NOD mice. However, treatment withdrawal led to
synchronized disease relapse. Collectively, these studies
suggested that the suppression of the immune response via the
S1P-S1P1 axis can potentially delay the onset of diabetes.
The development of cardiac ﬁbrosis is not uncommon in
diabetes; however, the appropriate treatment procedure is yet to
be established. Interestingly, treatment with FTY720 reduced Tcell inﬁltration and the extent of cardiac ﬁbrosis in STZ-treated
animals (41). FTY720 exerted no protective effect in models
without T-cells (such as Rag1-KO mice); rather, it accelerated
ﬁbrosis in these models. FTY720 treatment also normalized the
hyperglycemia-induced plasma S1P levels and S1P1 expression
in cardiomyocytes. Furthermore, animals with conditional T-cell
S1P1 knockout (TS1P1KO) developed STZ-induced diabetes
(51). TS1P1KO mice exhibited a sustained deﬁciency of both
CD4+ and CD8+ T cells in blood. Meanwhile, compared to wildtype mice, vehicle-treated TS1P1KO control mice showed an
altered phenotype characterized by increased myocardial ﬁbrosis
and reduced cardiac contractility. Under diabetic stress,
TS1P1KO mice exhibited improved cardiac function and lower
cardiac ﬁbrosis compared to wild-type diabetic mice. Therefore,
T-cell S1P1 activation exerts antiﬁbrotic effects in normoglycemia,
but exacerbates ﬁbrosis in hyperglycemia.
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CAN GENETIC VARIANTS IN THE APOM
TRANSCRIPT PREDICT RISK OF
DIABETES IN HUMANS?
Based on the observation that changes in signaling via the S1Preceptors in animal models can delay the development of
diabetes, and that plasma apoM levels may be used as a
subclassiﬁcation marker in humans, studies addressing the role
of genetic changes in apoM and its association with increased
risk of diabetes were performed. Hypothetically, SNPs in the
human apoM gene that reduce the apoM levels, and resultantly,
the S1P levels, could lead to a permanent reduction in S1Psignaling and diabetes risk.
A pioneering study based on the mapping of proteins and
genes encoded in the human chromosome 6 in the major
histocompatibility complex region suggested a genetic
association between apoM and diabetes (53). The study
identiﬁed a link between apoM and the inﬂammatory marker
AIF1 in patients with T1D. Several studies have investigated
multiple SNP variants in the human APOM transcript. A study
conducted in Peking Union Medical College, Beijing, China and
Karolinska Institute, Stockholm, Sweden, included 493 Han
Chinese (177 patients with T1D/316 controls) and 225 Swedish
(124 patients with T1D/101 controls) individuals (54). The SNP
rs805296 was strongly associated with T1D in both the Han
Chinese (OR=2.188, CI 95%=1.338–3.581, P=0.002) and Swedish
(OR=2.865, CI 95%=1.128–7.278, P=0.021) populations. The
study did not report any adjustments for covariables or
multiple tests.
More studies have followed, but mostly with a focus on T2D
(Table 2). One study included 681 patients with T2D and
matched controls (57). The rs805296 allele (adjusted OR [95%
CI]=1.29 [1.10–1.66], P<0.001) or the C724-del allele (adjusted
OR [95% CI]=1.66 [1.40–2.06], P<0.001) indicated a high risk of
T2D. Another study included 259 patients with T2D and 76
healthy controls (58). This study could not conﬁrm a higher risk
associated with the rs805296 allele. However, the study reported a
higher frequency of the C724-del allele in patients with T2D than
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TABLE 2 | SNP in the human APOM gene and its association with changes in plasma apoM levels and risk of diabetes.
SNP
rs707921
rs707922
rs805264
rs805296

rs805297

rs1266078

rs9404941

rs150345955
rs150863040
C724-del

Study design

Number of participants

Effect on plasma apoM

Case-control
Case-control
Mendelian randomization
Case-control
Case-control
Case-control
Case-control
Case-control
Case-control
Case-control
Case-control
Case-control
Case-control
Mendelian randomization
Mendelian randomization
Mendelian randomization
Mendelian randomization
Case-control
Case-control
Case-control
Case-control
Mendelian randomization
Mendelian randomization
Mendelian randomization
Case-control
Case-control

1234 T2D/606 Control
1234 T2D/606 Control
123 Carriers/1525 Wild type
1234 T2D/606 Control
177 T1D/316 Controls
124 T1D/101 Controls
681 T2D/690 Controls
259 T2D/76 Controls
177 T1D/316 Controls
124 T1D/101 Controls
681 T2D/690 Controls
259 T2D/76 Controls
1234 T2D/606 Control
916 Carriers/826 Wild type
1817 T2D/64601 Controls
9988 T2D/90432 Controls
19860 T2D/432404 Controls
177 T1D/316 Controls
681 T2D/690 Controls
259 T2D/76 Controls
1234 T2D/606 Control
163 Carriers/1576 Wild type
4 Carriers/1557 Wild type
5 Carriers/1736 Wild type
681 T2D/690 Controls
259 T2D/76 Controls

in healthy controls (P=0.035). C724-del was not associated with a
signiﬁcant change in the plasma apoM levels. A third study
conducted in a cohort of 1234 patients with T2D and 606
control participants focused on the rs707922 allele (55). The
study found no association between the expression of rs707922
and T2D susceptibility after appropriate adjustment. A fourth
study, performed as a Mendelian randomization experiment,
reported that the expression of APOM SNP variants can reduce
the plasma apoM content; however, the variants are not associated
with an increased risk of T2D in the general population (56). Two
cohorts representative of the Danish general population, the
Copenhagen City Heart Study (CCHS, n=8589) and the
Copenhagen General Population Study (CGPS; n=93 857), were
included. Observational analyses were performed on a subset of
participants from the CCHS with available plasma apoM (n=725),
and genetic analyses were performed on complete cohorts (n=102
446). During a median follow-up of 16 years (CCHS) and 8 years
(CGPS), 563 and 2132 participants developed T2D, respectively.
First, an inverse correlation was observed between plasma apoM
and T2D risk in a subset of participants from CCHS (hazard ratio
between highest vs. lowest quartile (reference)=0.32; 95%
conﬁdence interval=0.1–1.01; P for trend=0.02). Second,
genotyping of speciﬁc SNPs in APOM further revealed 10.8%
(P=6.2 × 10 -5 ) reduced plasma apoM concentration in
participants with variant rs1266078 compared to non-carriers.
Third, a meta-analysis on data from 599 451 individuals revealed
no association between rs1266078 and T2D risk.
Therefore, the data available from the genetic studies
discussed do not indicate that genetic changes in the APOM
transcript are associated with an increased risk of diabetes in the
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Unchanged
Increased
Reduced
Unchanged
Unknown
Unknown
Unknown
Unchanged
Unknown
Unknown
Unknown
Unchanged
Unchanged
Unchanged
Reduced
Unknown
Unknown
Unknown
Unknown
Reduced
Unchanged
Unchanged
Unchanged
Unchanged
Unknown
Unchanged

Risk
No association
No association
No association
Increased risk of T1D
Increased risk of T1D
Increased risk of T2D
No association
Increased risk of T1D
No association
No association
No association
No association
No association
No association
No association
No association
No association
No association
No association

Increased risk of T2D
Increased risk of T2D

Reference
(55)
(55)
(56)
(55)
(54)
(54)
(57)
(58)
(54)
(54)
(57)
(58)
(55)
(56)
(56)
(56)
(56)
(54)
(57)
(58)
(55)
(56)
(56)
(56)
(57)
(58)

general population. However, the variants explored thus far are
promoter variants of APOM, and further studies on coding
region variants of APOM or the S1P receptor gene may lead to
different conclusions.

CONCLUSIONS
Several important aspects of apoM and S1P biology and
functionality are largely unknown. Hopefully, it will be
conﬁrmed in future studies if apoM, S1P, and/or their complex
play potential roles in the development of diabetes or as a target in
the treatment of either diabetes or the multiple associated
conditions. As a biomarker for diabetes, it is likely that plasma
apoM can be used to distinguish between patients with MODY3
and T1D but not T2D. As a biomarker, apoM may also have the
potential to predict the risk of mortality in patients with or
without diabetes. It remains controversial whether plasma apoM
can predict the risk of DN. Clearly, more studies are needed to
improve our understanding of these aspects of apoM biology. In
such studies, it would be important to remember that
hyperinsulinemia exerts opposing effects on plasma apoM and
S1P levels, which adds to the complexity of their relationship. A
second point of interest is whether apoM/S1P plays a role in the
development of T2D. In subsequent studies, the potential bias
introduced by the hyperinsulinemia-induced reduction in plasma
apoM and increase in plasma S1P levels should be considered
carefully. In contrast, the role of the S1P-S1P1 system
as an important modulator of the immune response
during the development of diabetes seems well established.
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Further evaluation of immune response-modulating drugs
targeting S1P1 will be important and of signiﬁcant value. Drugs
targeting S1P receptors and the artiﬁcial apoM/S1P complex have
also been developed. However, the use of the apoM/S1P complex
in treatment will require an extension of existing knowledge on
whether apoM is suitable or unsuitable for lipid, glucose, and
insulin metabolism. Lastly, as indicated by the evaluation of the
genetic studies published, the hypothesis that a reduction in
plasma apoM expression at the gene level is associated with an
increased risk of diabetes is yet to be conﬁrmed.

AUTHOR CONTRIBUTIONS
The author conﬁrms being the sole contributor of this work and
has approved it for publication.

FUNDING
This work was funded by the Novo Nordisk Foundation and
Augustinus Foundation.

REFERENCES
15.

1. Xu N, Dahlback B. A Novel Human Apolipoprotein (Apom). J Biol Chem
(1999) 274(44):31286–90. doi: 10.1074/jbc.274.44.31286
2. Christoffersen C, Jauhiainen M, Moser M, Porse B, Ehnholm C, Boesl M, et al.
Effect of Apolipoprotein M on High Density Lipoprotein Metabolism and
Atherosclerosis in Low Density Lipoprotein Receptor Knock-Out Mice. J Biol
Chem (2008) 283(4):1839–47. doi: 10.1074/jbc.M704576200
3. Christoffersen C, Benn M, Christensen PM, Gordts PL, Roebroek AJ, FrikkeSchmidt R, et al. The Plasma Concentration of HDL-Associated Apom Is
Inﬂuenced by LDL Receptor-Mediated Clearance of Apob-Containing
Particles. J Lipid Res (2012) 53(10):2198–204. doi: 10.1194/jlr.P023697
4. Richter S, Shih DQ, Pearson ER, Wolfrum C, Fajans SS, Hattersley AT, et al.
Regulation of Apolipoprotein M Gene Expression by MODY3 Gene
Hepatocyte Nuclear Factor-1alpha: Haploinsufﬁciency Is Associated With
Reduced Serum Apolipoprotein M Levels. Diabetes (2003) 52(12):2989–95.
doi: 10.2337/diabetes.52.12.2989
5. Wolfrum C, Howell JJ, Ndungo E, Stoffel M. Foxa2 Activity Increases Plasma
High Density Lipoprotein Levels by Regulating Apolipoprotein M. J Biol
Chem (2008) 283(24):16940–9. doi: 10.1074/jbc.M801930200
6. Frej C, Linder A, Happonen KE, Taylor FB, Lupu F, Dahlback B. Sphingosine
1-Phosphate and Its Carrier Apolipoprotein M in Human Sepsis and in
Escherichia Coli Sepsis in Baboons. J Cell Mol Med (2016) 20(6):1170–81. doi:
10.1111/jcmm.12831
7. Sramkova V, Berend S, Siklova M, Caspar-Bauguil S, Carayol J, Bonnel S, et al.
Apolipoprotein M: A Novel Adipokine Decreasing With Obesity and
Upregulated by Calorie Restriction. Am J Clin Nutr (2019) 109(6):1499–
510. doi: 10.1093/ajcn/nqy331
8. Christoffersen C, Nielsen LB, Axler O, Andersson A, Johnsen AH, Dahlback B.
Isolation and Characterization of Human Apolipoprotein M-Containing
Lipoproteins. J Lipid Res (2006) 47(8):1833–43. doi: 10.1194/jlr.M600055-JLR200
9. Wolfrum C, Poy MN, Stoffel M. Apolipoprotein M Is Required for PrebetaHDL Formation and Cholesterol Efﬂux to HDL and Protects Against
Atherosclerosis. Nat Med (2005) 11(4):418–22. doi: 10.1038/nm1211
10. Christoffersen C, Pedersen TX, Gordts PL, Roebroek AJ, Dahlback B, Nielsen
LB. Opposing Effects of Apolipoprotein M on Catabolism of Apolipoprotein
B-Containing Lipoproteins and Atherosclerosis. Circ Res (2010) 106
(10):1624–34. doi: 10.1161/CIRCRESAHA.109.211086
11. Christoffersen C, Obinata H, Kumaraswamy SB, Galvani S, Ahnström J,
Sevvana M, et al. Endothelium-Protective Sphingosine-1-Phosphate Provided
by HDL-Associated Apolipoprotein M. Proc Natl Acad Sci USA (2011) 108
(23):9613–8. doi: 10.1073/pnas.1103187108
12. Duan J, Dahlback B, Villoutreix BO. Proposed Lipocalin Fold for
Apolipoprotein M Based on Bioinformatics and Site-Directed Mutagenesis.
FEBS Lett (2001) 499(1-2):127–32. doi: 10.1016/S0014-5793(01)02544-3
13. Ishii I, Fukushima N, Ye X, Chun J. Lysophospholipid Receptors: Signaling
and Biology. Annu Rev Biochem (2004) 73:321–54. doi: 10.1146/
annurev.biochem.73.011303.073731
14. Okamoto H, Takuwa N, Gonda K, Okazaki H, Chang K, Yatomi Y, et al.
EDG1 Is a Functional Sphingosine-1-Phosphate Receptor That Is Linked Via
a Gi/O to Multiple Signaling Pathways, Including Phospholipase C Activation,
Ca2+ Mobilization, Ras-Mitogen-Activated Protein Kinase Activation, and

Frontiers in Endocrinology | www.frontiersin.org

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

9

Adenylate Cyclase Inhibition. J Biol Chem (1998) 273(42):27104–10. doi:
10.1074/jbc.273.42.27104
Windh RT, Lee MJ, Hla T, An S, Barr AJ, Manning DR. Differential Coupling
of the Sphingosine 1-Phosphate Receptors Edg-1, Edg-3, and H218/Edg-5 to
the G(I), G(Q), and G(12) Families of Heterotrimeric G Proteins. J Biol Chem
(1999) 274(39):27351–8. doi: 10.1074/jbc.274.39.27351
Im DS, Heise CE, Ancellin N, O’Dowd BF, Shei GJ, Heavens RP, et al.
Characterization of a Novel Sphingosine 1-Phosphate Receptor, Edg-8. J Biol
Chem (2000) 275(19):14281–6. doi: 10.1074/jbc.275.19.14281
Du W, Takuwa N, Yoshioka K, Okamoto Y, Gonda K, Sugihara K, et al. S1P
(2), the G Protein-Coupled Receptor for Sphingosine-1-Phosphate, Negatively
Regulates Tumor Angiogenesis and Tumor Growth In Vivo in Mice. Cancer
Res (2010) 70(2):772–81. doi: 10.1158/0008-5472.CAN-09-2722
English D, Welch Z, Kovala AT, Harvey K, Volpert OV, Brindley DN, et al.
Sphingosine 1-Phosphate Released From Platelets During Clotting Accounts for
the Potent Endothelial Cell Chemotactic Activity of Blood Serum and Provides a
Novel Link Between Hemostasis and Angiogenesis. FASEB J Off Publ Fed Am
Societies Exp Biol (2000) 14(14):2255–65. doi: 10.1096/fj.00-0134com
Kimura T, Watanabe T, Sato K, Kon J, Tomura H, Tamama K, et al.
Sphingosine 1-Phosphate Stimulates Proliferation and Migration of Human
Endothelial Cells Possibly Through the Lipid Receptors, Edg-1 and Edg-3.
Biochem J (2000) 348:71–6. doi: 10.1042/bj3480071
Pappu R, Schwab SR, Cornelissen I, Pereira JP, Regard JB, Xu Y, et al. Promotion of
Lymphocyte Egress Into Blood and Lymph by Distinct Sources of Sphingosine-1Phosphate. Science (2007) 316(5822):295–8. doi: 10.1126/science.1139221
Wilkerson BA, Grass GD, Wing SB, Argraves WS, Argraves KM. Sphingosine
1-Phosphate (S1P) Carrier-Dependent Regulation of Endothelial Barrier: High
Density Lipoprotein (HDL)-S1P Prolongs Endothelial Barrier Enhancement as
Compared With Albumin-S1P Via Effects on Levels, Trafﬁcking, and Signaling
of S1P1. J Biol Chem (2012) 287(53):44645–53. doi: 10.1074/jbc.M112.423426
Lee MJ, Thangada S, Claffey KP, Ancellin N, Liu CH, Kluk M, et al. Vascular
Endothelial Cell Adherens Junction Assembly and Morphogenesis Induced by
Sphingosine-1-Phosphate. Cell (1999) 99(3):301–12. doi: 10.1016/S0092-8674
(00)81661-X
Cervin C, Axler O, Holmkvist J, Almgren P, Rantala E, Tuomi T, et al. An
Investigation of Serum Concentration of Apom as a Potential MODY3
Marker Using a Novel ELISA. J Internal Med (2010) 267(3):316–21. doi:
10.1111/j.1365-2796.2009.02145.x
Mughal SA, Park R, Nowak N, Gloyn AL, Karpe F, Matile H, et al.
Apolipoprotein M Can Discriminate HNF1A-MODY From Type 1 Diabetes.
Diabetic Med J Br Diabetic Assoc (2013) 30(2):246–50. doi: 10.1111/dme.12066
Axler O, Ahnstrom J, Dahlback B. An ELISA for Apolipoprotein M Reveals a
Strong Correlation to Total Cholesterol in Human Plasma. J Lipid Res (2007)
48(8):1772–80. doi: 10.1194/jlr.M700113-JLR200
Plomgaard P, Dullaart RP, de Vries R, Groen AK, Dahlback B, Nielsen LB.
Apolipoprotein M Predicts Pre-Beta-HDL Formation: Studies in Type 2
Diabetic and Nondiabetic Subjects. J Internal Med (2009) 266(3):258–67.
doi: 10.1111/j.1365-2796.2009.02095.x
Kappelle PJ, Ahnstrom J, Dikkeschei BD, de Vries R, Sluiter WJ, Wolffenbuttel
BH, et al. Plasma Apolipoprotein M Responses to Statin and Fibrate
Administration in Type 2 Diabetes Mellitus. Atherosclerosis (2010) 213
(1):247–50. doi: 10.1016/j.atherosclerosis.2010.07.048

May 2021 | Volume 12 | Article 665393

Christoffersen

ApoM and Type II Diabetes

46. Christoffersen C, Federspiel CK, Borup A, Christensen PM, Madsen AN,
Heine M, et al. The Apolipoprotein M/S1p Axis Controls Triglyceride
Metabolism and Brown Fat Activity. Cell Rep (2018) 22(1):175–88. doi:
10.1016/j.celrep.2017.12.029
47. Obinata H, Kuo A, Wada Y, Swendeman S, Liu CH, Blaho VA, et al.
Identiﬁcation of Apoa4 as a Sphingosine 1-Phosphate Chaperone in Apomand Albumin-Deﬁcient Mice. J Lipid Res (2019) 60(11):1912–21. doi: 10.1194/
jlr.RA119000277
48. Imasawa T, Kitamura H, Ohkawa R, Satoh Y, Miyashita A, Yatomi Y.
Unbalanced Expression of Sphingosine 1-Phosphate Receptors in Diabetic
Nephropathy. Exp Toxicol Pathol Off J Gesellschaft fur Toxikologische Pathol
(2010) 62(1):53–60. doi: 10.1016/j.etp.2009.02.068
49. Yao S, Zhang J, Zhan Y, Shi Y, Yu Y, Zheng L, et al. Insulin Resistance in
Apolipoprotein M Knockout Mice Is Mediated by the Protein Kinase Akt
Signaling Pathway. Endocrine Metab Immune Disord Drug Targets (2020) 20
(5):771–80. doi: 10.2174/1871530319666191023125820
50. Brinkmann V, Billich A, Baumruker T, Heining P, Schmouder R, Francis G,
et al. Fingolimod (FTY720): Discovery and Development of an Oral Drug to
Treat Multiple Sclerosis. Nat Rev Drug Discovery (2010) 9(11):883–97. doi:
10.1038/nrd3248
51. Abdullah CS, Jin ZQ. Targeted Deletion of T-Cell S1P Receptor 1
Ameliorates Cardiac Fibrosis in Streptozotocin-Induced Diabetic Mice.
FASEB J Off Publ Fed Am Societies Exp Biol (2018) 32(10):5426–35. doi:
10.1096/fj.201800231R
52. Awad AS, Rouse MD, Khutsishvili K, Huang L, Bolton WK, Lynch KR, et al.
Chronic Sphingosine 1-Phosphate 1 Receptor Activation Attenuates EarlyStage Diabetic Nephropathy Independent of Lymphocytes. Kidney Int (2011)
79(10):1090–8. doi: 10.1038/ki.2010.544
53. Brorsson C, Hansen NT, Lage K, Bergholdt R, Brunak S, Pociot F, et al.
Identiﬁcation of T1D Susceptibility Genes Within the MHC Region
by Combining Protein Interaction Networks and SNP Genotyping Data.
Diabetes Obes Metab (2009) 11(Suppl 1):60–6. doi: 10.1111/j.14631326.2008.01004.x
54. Wu X, Niu N, Brismar K, Zhu X, Wang X, Efendic S, et al. Apolipoprotein M
Promoter Polymorphisms Alter Promoter Activity and Confer the
Susceptibility to the Development of Type 1 Diabetes. Clin Biochem (2009)
42(1-2):17–21. doi: 10.1016/j.clinbiochem.2008.10.008
55. Zhou JW, Tsui SK, Ng MC, Geng H, Li SK, So WY, et al. Apolipoprotein M
Gene (APOM) Polymorphism Modiﬁes Metabolic and Disease Traits in Type
2 Diabetes. PloS One (2011) 6(2):e17324. doi: 10.1371/journal.pone.0017324
56. Hajny S, Christoffersen M, Dalila N, Nielsen LB, Tybjaerg-Hansen A,
Christoffersen C. Apolipoprotein M and Risk of Type 2 Diabetes. J Clin
Endocrinol Metab (2020) 105(9):3046–57. doi: 10.1210/clinem/dgaa433
57. Liu D, Pan JM, Pei X, Li JS. Interaction Between Apolipoprotein M Gene
Single-Nucleotide Polymorphisms and Obesity and Its Effect on Type 2
Diabetes Mellitus Susceptibility. Sci Rep (2020) 10(1):7859. doi: 10.1038/
s41598-020-64467-6
58. Zhang PH, Gao JL, Pu C, Feng G, Wang LZ, Huang LZ, et al. A SingleNucleotide Polymorphism C-724 /Del in the Proter Region of the
Apolipoprotein M Gene Is Associated With Type 2 Diabetes Mellitus.
Lipids Health Dis (2016) 15(1):142. doi: 10.1186/s12944-016-0307-3

28. Kowalski GM, Carey AL, Selathurai A, Kingwell BA, Bruce CR. Plasma
Sphingosine-1-Phosphate Is Elevated in Obesity. PloS One (2013) 8(9):
e72449. doi: 10.1371/journal.pone.0072449
29. Liu M, Frej C, Langefeld CD, Divers J, Bowden DW, Carr JJ, et al. Plasma
Apom and S1P Levels Are Inversely Associated With Mortality in African
Americans With Type 2 Diabetes Mellitus. J Lipid Res (2019) 60(8):1425–31.
doi: 10.1194/jlr.P089409
30. Chirinos JA, Zhao L, Jia Y, Frej C, Adamo L, Mann D, et al. Reduced Apolipoprotein
M and Adverse Outcomes Across the Spectrum of Human Heart Failure.
Circulation (2020) 141(18):1463–76. doi: 10.1161/CIRCULATIONAHA.119.045323
31. Bekpinar S, Yenidunya G, Gurdol F, Unlucerci Y, Aycan-Ustyol E, Dinccag N.
The Effect of Nephropathy on Plasma Sphingosine 1-Phosphate
Concentrations in Patients With Type 2 Diabetes. Clin Biochem (2015) 48
(18):1264–7. doi: 10.1016/j.clinbiochem.2015.08.001
32. Sørensen IM, Bertelsen M, Freese E, Lindhard K, Ullum H, Feldt-Rasmussen
B, et al. Apolipoprotein M in Patients With Chronic Kidney Disease.
Atherosclerosis (2018) 275:304–11. doi: 10.1016/j.atherosclerosis.2018.06.815
33. Brinck JW, Thomas A, Brulhart-Meynet MC, Lauer E, Frej C, Dahlback B,
et al. High-Density Lipoprotein From End-Stage Renal Disease Patients
Exhibits Superior Cardioprotection and Increase in Sphingosine-1Phosphate. Eur J Clin Invest (2018) 48(2). doi: 10.1111/eci.12866
34. Zhang X, Jiang B, Luo G, Nilsson-Ehle P, Xu N. Hyperglycemia DownRegulates Apolipoprotein M Expression In Vivo and In Vitro. Biochim
Biophys Acta (2007) 1771(7):879–82. doi: 10.1016/j.bbalip.2007.04.020
35. Xu N, Nilsson-Ehle P, Hurtig M, Ahré n B. Both Leptin and Leptin-Receptor
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