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Giant unilamellar vesicles (GUVs) are simple model membrane systems of cell-size, which are instrumental to
study the function of more complex biological membranes involving heterogeneities in lipid composition,
shape, mechanical properties, and chemical properties. We have devised a method that makes it possible to pre-
pare a uniform sample of ternary GUVs of a prescribed composition and heterogeneity by mixing different pop-
ulations of small unilamellar vesicles (SUVs). The validity of the protocol has been demonstrated by applying it to
ternary lipidmixture of DOPC, DPPC, and cholesterol bymixing small unilamellar vesicles (SUVs) of two different
populations and with different lipid compositions. The compositional homogeneity among GUVs resulting from
SUV mixing is quantified by measuring the area fraction of the liquid ordered–liquid disordered phases in giant
vesicles and is found to be comparable to that in GUVs of the prescribed composition produced fromhydration of
dried lipidsmixed in organic solvent. Ourmethod opens up the possibility to quickly increase andmanipulate the
complexity of GUV membranes in a controlled manner at physiological buffer and temperature conditions. The
new protocol will permit quantitative biophysical studies of a whole new class of well-definedmodelmembrane
systems of a complexity that resembles biological membranes with rafts.

© 2015 Elsevier B.V. All rights reserved.
1. Introduction

The lipid bilayer is the basic building block of the cellmembranes [1],
which serves to structure and compartmentalize living matter in the
form of cells and sub-cellular entities [2]. The complexity of cellular
membranes in composition and dynamic organization has motivated
the development of a variety of simpler model systems that serve as
strong test beds for understandingmore complex biologicalmembranes
[3]. Vesicles are free-standing bilayer modelswhose size, geometry, and
composition can be tailored with high precision. These include bilayers
in the form of vesicles of sizes ranging from 50 nm (small unilamellar
vesicles, SUVs) to 100 μm (giant unilammellar vesicles, GUVs). The ves-
icle membrane involves a self-assembly of lipid molecules in water,
owing its stability to mainly weak physical forces of electrostatic and
colloidal nature [4]. The size of GUVs (1–100 μm) and their curvature
enable us to visualize these individually, using an optical microscope,
and GUVs have found application in numerous biophysical contexts in
s, Chemistry, and Pharmacy,
mark.
which membrane composition, tension, and geometry is controlled
andmanipulated usingmicroscopy techniques such as,membraneflick-
ering analysis [5,6], micropipette aspiration [7,8], or fluorescence imag-
ing of lateral membrane organization [9]. The lipid composition of
vesicles can be varied from a single lipid component to mixtures of
lipids (synthetic or natural lipid extracts) containing proteins [10,11,
12,13,14,15,16], or fragments from natural cell membrane [17,18].

The classical technique for the formation of giant liposomes is first to
dissolve lipids (or mixtures of lipids) in an organic solvent, and a film of
lipid solution is then spread on a support (such as glass [19]). The organ-
ic solvent is evaporated and the lipids are hydrated at a temperature
above the main chain melting transition temperature (Tm) of the lipid
components in the mixture in order to prepare giant liposomes [20,21,
22,23]. Vaz et al. [24] and Keller et al. [25] have successfully used this
“gentle hydration technique” for the reconstitution of integral mem-
brane protein glycophorin and K+-channel respectively, into large ves-
icles by rehydrating SUVs (instead of dried organic solution of lipids)
containing the purified membrane proteins (called proteoliposomes).
The advantage of SUV-based hydration method is that the risk of dena-
turing the membrane proteins from organic solvents is minimized.
However, the large vesicles prepared by hydration methods are found
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to be mostly multilamellar, pausilamellar and very few unilamellar. In
addition, the lipid compositional variation among those vesicles re-
mains unexplored.

It was first shown by Angelova et al. that a high yield of giant
unilamellar vesicles is expedited if rehydration of dried lipids plaque is
assisted by an AC electric field [26,27,16,28]. The process is known as
electroformation. It was reported by Husen et al. [27] that the
electroformation based GUV preparation method involving dissolution
of lipids in an organic solvent produce a system of GUVs with small var-
iability in composition. Electrofusion of a calculable composition of sin-
gle or two-component GUVs prepared by electroformation to prepare
single GUV of three lipid components has been also reported [29],
which shows improved compositional homogeneity. GUVs are also pre-
pared by a lipid or surfactant stabilized water–oil (w/o) emulsion [30]
or water–oil–water (w/o/w) double emulsion [31].

Recently the single population proteoliposomes-based electrofor-
mation of GUVs has been used where SUVs were prepared containing
the purified membrane proteins with endogeneous lipids [18] or come
from a defined reconstitution protocol involving a premixed lipid compo-
sition [32,10,11,12,13,14]. This is one of the standard methods used for
the successful reconstitution of membrane proteins and channels in
GUV membranes, but works for a limited range of lipids. Also, the lipid
composition and heterogeneity among vesicles in abovementioned stud-
ies are not comparedwith the electroformed vesiclesmadeusing the con-
ventional deposition method (mixing organic solutions of lipids).

GUVsprepared by all of the abovementionedmethods (by the single
population SUV-based mixing or by mixing organic solutions of lipids)
have found applications in a variety of biophysical problems, but they
have some limitations [22]. This shows up in studies of more complex
membranes, e.g. for lipid mixtures containing high-melting lipids,
where the high temperature needed for electroformation increases
the risk of denaturation of peptides and proteins, peri-oxidation of un-
saturated lipids, electrolysis, or other chemical degradation during
electroformation [33]. The rate limiting factor in making different
GUVs is the apparatus and in order to prepare GUVswith new composi-
tion, it is required to prepare new samples (batches of SUVs or mixing
organic solutions of the lipids). Therefore, the need arises for a fast
and reliable new technique for formation of GUVs with well-defined
composition under general buffer conditions in a physiologically rele-
vant temperature range, which can also be used to reconstitute mem-
brane proteins and channels in GUV membranes.

In the present article, we present such a new technique in the case of
a three-component lipid mixture consisting of DOPC (low-melting
lipid), DPPC (high-melting lipid) and cholesterol. We show that if
SUVs of two different populations with the overall desired composition
are mixed, dried and subjected to electroformation at physiological
temperature (below the Tm of the lipid components in the mixture),
the resulting GUVs are compositionally homogeneous. This allows for
a controlled tuning of the lipid environment in GUVs without any
need to prepare new SUV samples. This particular mixture was chosen
since it is the one thatmostmodelmembrane studies use for investigat-
ing putative raft formation [27]. The special feature of this ternary mix-
ture is that it represents a fluid–fluid phase separation region (liquid-
ordered/liquid-disordered, lo/ld). The compositional variation in GUVs
is evaluated based on a 3D-analysis of confocal image stacks of GUVs
displaying lateral phase coexistence. The area fraction of the lo/ld do-
mains is found to be consistent with recent thermodynamic measure-
ments of tie lines in the same membrane system. We discuss under
which system conditions the method is applicable and then outline its
perspectives and limitations.

2. Materials and methods

1,2-dioleoyl-sn-glycero-3-phosphocholine (DOPC), cholesterol,
and 1,2-dipalmitoyl-sn-glycero-3-phosphocholine (DPPC) were pur-
chased from Corden-Pharma. The fluorescence probes, N-Lissamine
rhodamine B 1,2-dihexadecanoyl-sn-glycero-3-phosphoethanolamine,
triethylammonium salt (RhPE), and Naphtopyrene (NaP) were pur-
chased from Molecular Probes and Sigma, respectively. Chloroform
was of HPLC grade purchased from Rathburn (Micro-lab, Aarhus, Den-
mark). Stock solutions of lipids in chloroform are prepared separately:
8.65 mM DOPC (containing membrane dye NaP 0.4 mol%), 8.65 mM
DPPC:chol (53.8%:46.2% containing membrane dye RhPE 0.4 mol%),
3.4 mg/ml (5.43 mM) of DOPC:chol (60%:40% containing membrane
dye NaP 0.4 mol%) and 3.4 mg/ml of DPPC (containing membrane dye
RhPE 0.4 mol%). Glucose and sucrose were from Sigma. Ultra-pure
MilliQ water (18.3 MOhm cm) was used in all steps involving water.
The osmolarity of solutions was checked using an osmometer
(Osmomat 030, Gonotec GmbH, Berlin, Germany).

2.1. Preparation of small unilamellar vesicles (SUVs)

Lipids mixtures in chloroform of 8.65 mM DOPC (containing mem-
brane dyeNaP 0.4mol%) and 8.65mMDPPC:chol (53.8%:46.2% contain-
ingmembrane dye RhPE 0.4 mol%), 3.4 mg/ml (5.43mM) of DOPC:chol
(60%:40% containing membrane dye NaP 0.4 mol%) and 3.4 mg/ml of
DPPC (containingmembrane dye RhPE 0.4 mol%) are prepared. Around
500 μl of the 8.65mMDOPC, 8.65mMDPPC:chol (53.8%:46.2%), 1 ml of
3.4mg/ml of DOPC:chol (60%:40%) and 1ml of 3.4mg/ml of DPPC is put
into a flask and chloroform is removed from sample by using a rotary
evaporator at 50 °C for about an hour. The sample-flask is kept in vacu-
um for about an hour to remove any residual chloroform at room tem-
perature (23 °C). 500 μl of milli-Q water is added to the flask to hydrate
the lipids and is mixed using the rotary evaporator without vacuum-
tight conduit at R. T. for about an hour. The flask containing DPPC
SUVs is kept at a temperature of around 45 °C during hydration and
mixing. The hydrated lipid sample is transferred in an eppendorf and
500 μl of milli-Q water is re-added to the sample flask and mixed,
resulting in an overall 1 ml volume (measured with a micropipette) of
the 4.325 mM of DOPC, 4.325 mM DPPC:chol (53.8%:46.2%), 3.4 mg/
ml of DOPC:chol (60%:40%) and 3.4mg/ml of DPPC. A tip-ultrasonicator
(Misonixs 3000, Qsonica, Newtown, CT operating at frequency 20 kHz)
is used to prepare SUVs of 1ml each of the lipid solutions inwater inside
a glass vial kept in an ice-bath (to prevent heat-induced chemical deg-
radation of lipids) in the following sequence: one step of sonication
for 10 s and break for 5 s at 2 W power, for total sonication and break
time of 20 min and 10 min respectively. In this way, we have prepared
SUVs inwater of concentration (1) 4.325mMof DOPC containingmem-
brane dye NaP, 0.4 mol%, (2) 3.4 mg/ml of DOPC:chol (60%:40%) con-
taining membrane dye NaP, 0.4 mol%, (3) 3.4 mg/ml of DPPC
containing membrane dye RhPE, 0.4 mol%, and (4) 4.325 mM of
DPPC-chol (53.8%:46.2%) containing membrane dye RhPE, 0.4 mol%.
For prolonged use, we have stored the SUVs at (−20 °C). SUVs are son-
icated (following the same protocol as mentioned above) and extruded
using a Nuclepore polycarbonatemembrane filterswith pore size of 100
nm at 37 °C, prior to use.

2.2. Confocal microscopy

For confocalmicroscopy, a Zeiss LSM510Meta confocal laser scanning
fluorescencemicroscope (Carl Zeiss GmbH, Jena, Germany) is used. GUVs
were transferred to an eight-well microscopy chamber (Nunc Lab-Tek,
Thermo Scientific, Waltham MA, USA) and imaged with a 40×, C-
Apochromat, water-immersion objective with NA = 1.2. Two-channel
image stacks were acquired in multi-track mode, using Argon lasers of
wavelengths 458nmand543nm forNaP andRhPEexcitation, respective-
ly. The lasers were directed to sample using two dichroic mirrors (HFT
458/514, HFT 488/543/633) for excitingNaP and RhPE, respectively. Fluo-
rescence emission was collected with photo-multiplier-tube (PMT) de-
tectors. A beam splitter was used to eliminate remnant scattering from
the laser sources (NFT 545) in a two-channel configuration. Additionalfil-
ters were incorporated in front of the PMT detectors in the two different
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channels tomeasure the fluorescent intensity, i.e. a long-pass filter (N560
nm) for RhPE and a band-pass filter (500±20 nm) for NaP. The acquired
intensity imageswere checked to avoid PMT saturation and loss of offsets
by adjusting the laser power, the detector gain, and the detector offset.
The raw confocal fluorescence image stacks were used for analysis with-
out deconvolution.

3. Results

3.1. Preparation of giant unilamellar vesicles (GUVs)

Wehave prepared two differentGUVs samples composed of, I: DOPC
(52%):chol (22%):DPPC (26%) and II: DOPC (30%):chol (20%):DPPC
(50%). We have mixed for sample I: 20 μl of 4.325 mM DOPC SUVs
with 18.57 μl of 4.325 mMDPPC:Chol (53.8%:46.2%) SUVs, and for sam-
ple II: 23 μl 3.4 mg/ml DOPC:chol (60%:40%) SUVs with 27 μl of the
3.4 mg/ml DPPC SUVs in an eppendorf. Ternary mixture phase diagram
and lipid composition of the samples within the coexistence region is
shown in Fig. 1a. The mixed SUV suspension of samples is diluted
with pure water to a concentration of 1.1 mg/ml. A home-made
electroformation chamber consisting of two parallel Pt-wires, connect-
ed to an external AC power supply is used for electroswelling of GUVs.
Many well separated 2 μl drops of SUV suspension are deposited onto
Pt-electrodes. The Pt-wire chambers coated with samples are kept in-
side a tightly closed container (a desiccator catalog no. 24 782 61 from
Schot-Duran, with minimal pressure drop inside enough to hold the
container tight during incubation), in dark for 10–12 h at ~4 °C for dehy-
dration of SUV suspension deposits. GUVs are prepared by rehydrating
Fig. 1. (a) Phase-diagram of the ternary lipid mixture displaying the liquid–liquid coexistence re
compositions bymixing A1= DPPC:chol (53.8%:46.2%) and B1= DOPC in differentmolar ratios
color represents the RhPE-dye and NaP dye that prefers the ld and lo membrane phase respecti
a, taken from [34].
the dried SUV deposition with 200 mM sucrose solution, using an AC
field at ~37 °C in the following sequence: 10 Hz (0.2 VPP (peak-to-
peak voltage) for 5 min, 0.5 VPP for 10 min, 1 VPP for 20 min, 1.5 VPP
for 20min, 2 VPP for 30min), 4 Hz (2 VPP for 30min). For observations
at R.T., the GUVs are cooled down to 23 °C after the electroformation is
completed at a rate of 0.02 °C/min.

50 μl of GUVs of samples I and II are transferred to an observation
chamber filled with 500 μl of 200 mM glucose solution for confocal
fluorescence observations at room temperature. Fig. 1b-c shows
GUVs of samples I and II. GUVs of sample I are around 5–100 μm di-
ameter in size and mostly unilamellar and only few multilamellar,
displaying two-phase coexistence. To investigate whether GUVs pre-
pared by fusion of two populations of SUVs with heterogeneous lipid
components display homogenized mixing of lipids during the
electroformation processes, we have investigated the lipid composi-
tional heterogeneity among GUVs by measuring the area fraction of
the lo/ld domains using the two dyes NaP (green) and RhPE (red)
which prefer the lo and ld phase, respectively: the method is de-
scribed in [27,35,36]. We have observed that sample II does not
lead to the formation of GUVs displaying lateral domains structures
in a reproducible manner unless the temperature is raised above
the main chain melting transition temperature of DPPC. For both
samples, the yield, unilamellarity, and domain formation in GUVs
are found to be reproducible, if SUVs are in the fluid state. This im-
plies that the mixing method of SUV populations work for the
fluid-phase, e.g. lo/ld phases, but cannot be used to prepare GUVs if
one of the lipid components in the mixture is in the gel-phase during
electroformation, as in sample II (see Discussion and conclusions).
gion at 25 °C. The black dots represent samples I and II. A1B1 is a line on which all the lipid
will lie. (b–c) Confocal fluorescence images of GUVs of samples I and II. The red and green
vely.
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3.2. Quantification of domain areas in GUVs

Fig. 2a shows a three-dimensional image (reconstructed from the
confocal 3D stacks) of a GUV of sample I, having round, micron sized,
lo/ld domain structures on the surface of the vesicle. The area of ld and
lo domains in GUVs having lateral phase coexistence is quantified by a
3D-analysis of confocal image stacks of each GUVs, a method developed
by Husen et al. [27]. Fig. 2b shows a color map of the lo area fraction
measured in the GUVs prepared using the electroformation starting
from a mixture of lipids dissolved in chloroform where the different
colors represent lo phase area fraction varying between 0 and 1, as de-
scribed in [27].. The location of sample I is shown in the Fig. 2b.

For a GUV, first we correct for its translational motion and align the
confocal stacks to calculate radius and center of mass. Then the whole
vesicle surface is divided into a triangulated mesh with a uniform reso-
lution. The fluorescence intensity of the dyes is measured on the surface
of GUV within each mesh point (acting like one pixel) . In this way, we
have measured the fluorescence intensities of the RhPE (red) and NaP
(green) dyes which originate from the ld and lo phases respectively. A
2D-histogram representing counts of the two membrane dyes on the
surface of a GUV is shown in Fig. 2c. Two well-separated regions in the
histogram are used for the precise segmentation (shown by a black
line in the histogram that separates the two membrane phases) of the
lo and ld domain areas on the surface of a vesicle. Fig. 2d shows the var-
iation in the lo area fractions for a batch of vesicles prepared of sample I.
The values of the lo area fractions are centered around a mean value of
38.7 ± 1% (SEM, N = 14). The error has contributions from both the
compositional variation among vesicles and the variation from the ves-
icle area detection from the acquired confocal stacks. Furthermore, since
Fig. 2. (a) 3D-reconstructed image of a GUV of sample I using the confocal scans displaying co-e
(NaP dye) and red color represents the ld phase (RhPE dye). (b) The colormapdenotes the lo pha
sample I. (c) A 2D-histogramdisplaying thefluorescence intensities ofNaP andRhPE on the vesi
randomly chosen GUVs analyzed. The standard deviation (±3.9%) is indicated by the width be
the coexistence only constitutes a small part of the total phase diagram
(as shown in Fig. 2b), the variations of the area fractions are systemati-
cally amplified compared to the corresponding compositional varia-
tions. The given standard error on the area fraction thus constitutes an
upper bound on the standarddeviation of the compositions. Fig. 2d, sug-
gests that the lipids in the membranes are well mixed and that the ves-
icle sample is uniform. The sensitivity and quality of method is clear as
the lo phase area fraction closely matches with the value previously
found for the same composition prepared by lipid dissolved in organic
solvents, and can be compared using the color map in the Fig. 2b.

4. Discussion and conclusions

A well-investigated ternary model membrane system consisting of
DOPC, DPPC, and cholesterol was chosen with a composition such that
it belongs to a point in the lo/ld coexistence region, as suggested by pre-
vious studies. The lo-domain area fractions for a batch of GUVs prepared
of sample I is shown in the Fig. 2d suggest that the lipids aremixed well
and a compositionally uniform vesicle sample has been prepared. The
sensitivity of the area fraction to the thermodynamic state of the mem-
brane serves as general control that the state is not measurably shifted
during mixing. At room temperature, SUVs of DOPC, DOPC:chol
(60%:40%) and DPPC:chol (53.8%:46.2%) are in the liquid-phase [37,38,
39] and SUVs of DPPC are in the gel-phase. We find that lipids are
mixed thoroughly if the SUV suspensions of two different populations
are in the liquid-phase (as in the sample I). If one of the lipid compo-
nents of SUVs is in the gel-phase (as in the sample II at 37o C) then it
is required to perform electroformation above the main chain melting
transition temperature of all the lipid components, otherwise the
xisting lo/ld phases. Green color represents the lo phase shows the lipid composition of the
se area fraction as reported in [27] for the ld/lo coexistence region. The black dot represents
cle surface (of sample I). (d) The area fraction of the lomembranephase is plotted for the 14
tween the two red-dashed lines.
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SUVs do notmix properly (producing irreproducible results). If SUVs are
kept at−20 °C for long-term storage then prior to mixing, the protocol
requires sonication and extrusion methods to produce SUVs from large
and multi lamellar vesicles (LUVs, MLVs) [40]. This result indicates that
a necessary condition for vesicle mixing to be successful is that the ves-
icles are SUVs and the lipid components are miscible in a fluid state at
the system conditions where electroformation takes place.

The protocol described here, may be of interest for studying mem-
brane proteins in mixed membrane systems, where the proteins are
provided in SUVs with a fixed lipid composition. Previously reported
methods of protein reconstitution from a single population of proteoli-
posomes into large vesicles involve freeze–thaw [41], gentle hydration
[24,25] and electroswelling [32,10,11,12,13,14]. It is clear from all
these previous studies that the electroswelling produce high yield of
giant unilamellar vesicles, as compared to other conventional methods.
Using our method, membrane proteins reconstituted in proteolipo-
somes of one fixed lipid composition can be transferred into GUVs
with a different lipid composition, including both low and high melting
lipids simultaneously, at physiological relevant conditions. Hence it is
not necessary to go through the elaborate work of producing new
batches of SUVs with different lipid compositions in order to prepare a
desired new three-component lipid composition. With our method, it
is possible to access all the lipid compositions in the lo/ld coexistence re-
gion of the membrane lying along the dotted line A1B1 (Fig. 1a) by
mixing a single SUV population of DPPC:chol (53.8%:46.2%) with
DOPC SUVs of varying concentration and could be further generalized
to work with three populations of SUVs to reach an overall composition
(x1,x2,x3) if themolar ratios of the populations are chosen appropriately
(see Supplementarymaterial). The vast literature on the phase behavior
of binary lipid systems may here prove to be a valuable resource [37].
The protocol described in this paper is to our knowledge a novel and
so far the only method that permits quantification of the compositional
homogeneity in GUVs of complex lipid membranes.

We show that electroformation based on two populations of SUVs
with the overall desired composition produce a system of GUVs with
small variability in composition. SUVs of different populations with
fixed lipid compositions can be mixed in the fluid-phase to reach an
overall composition that can be tuned in a controlled manner for the
lo/ld coexistence region, as requested. In this way, the complexity of
the model membranes can be increased on demand.

Transparency document

The Transparency document associated with this article can be
found, in online version.

Acknowledgments

We thank the Danish Council for Independent Research — Natural
Sciences (FNU), grant number 95-305-23443 (to OGM) for financial
support. There are no conflicts of interests.

Appendix A. Supplementary data

Supplementary data to this article can be found online at http://dx.
doi.org/10.1016/j.bbamem.2015.09.020.

References

[1] O.G. Mouritsen, Life — As a Matter of Fat, Springer, Heidelberg, 2005.
[2] G.W. Feigenson, Phase boundaries and biological membranes, Annu. Rev. Biophys.

Biomol. Struct. 36 (2007) 63–77.
[3] D. Lingwood, K. Simons, Lipid rafts as a membrane-organizing principle, Science 327

(2010) 46–50.
[4] J.N. Israelachvili, Intermolecular and Surface Forces, Springer, Heidelberg, 2005.
[5] F. Faucon, M. Mitov, P. Meleard, I. Bivas, P. Bothorel, Bending elasticity and thermal
fluctuations of lipid membranes. Theoretical and experimental requirements, J.
Phys. France 50 (1989) 2389–2414.

[6] P. Meleard, T. Pott, H. Bouvrais, J.H. Ipsen, Advantages of statistical analysis of giant
vesicle flickering for bending elasticity measurements, Eur. Phys. J. E Soft Matter 34
(10) (2011) 116–130.

[7] K. Kwok, E. Evans, Thermoelasticity of large lecithin bilayer vesicles, Biophys. J. 35
(3) (1981) 637–652.

[8] J.R. Henriksen, J.H. Ipsen, Measurement of membrane elasticity by micro-pipette as-
piration, Eur. Phys. J. E: Soft Matter Biol. Phys. 14 (2) (2004) 149–167.

[9] C. Dietrich, L.A. Bagatolli, Z. Volovyk, N. Thompson, M. Levi, K. Jacobson, E.
Gratton, Lipid rafts reconstituted in model membranes, Biophys. J. 80 (3)
(2001) 1417–1428.

[10] J.L. Rigaud, B. Pitard, D. Levy, Reconstitution of membrane proteins into liposomes:
application to energy-transducing membrane proteins, Biochim. Biophys. Acta
Biomembr. 1231 (1995) 223–246.

[11] H. Bouvrais, P. Meleard, T. Pott, K.J. Jensen, J. Brask, J.H. Ipsen, Softening of popc
membranes by magainin, Biophys. Chem. 137 (2008) 7–12.

[12] H. Bouvrais, F. Cornelius, J.H. Ipsen, O.G. Mouritsen, Intrinsic reaction-cycle time
scale of Na+,K+-ATPase manifests itself in the lipid-protein interactions of non-
equilibrium membranes, Proc. Natl. Acad. Sci. 109 (2012) 18,442–18,446.

[13] S. Aimon, J. Manzi, D. Schmidt, J. Poveda, A. Larrosa, P. Bassereau, G.E. Toombes,
Functional reconstitution of a voltage gated potassium channel in giant unilamellar
vesicles, PLoS ONE 6 (e25529) (2011) 1–11.

[14] P. Girard, J. Pecreaux, P. Falson, J.L. Rigaud, P. Bassereau, A new method for the re-
constitution of large concentrations of transmembrane proteins into giant
unilamellar vesicles, Biophys. J. 87 (2004) 419–429.

[15] I. Plasencia, L. Norlén, L.A. Bagatolli, Direct visualization of lipid domains in human
skin stratum corneum's lipid membranes: effect of pH and temperature, Biophys.
J. 93 (9) (2007) 3142–3155.

[16] J. Bernardino de la Serna, J. Perez-Gil, A.C. Simonsen, L.A. Bagatolli, Cholesterol rules:
direct observation of the coexistence of two fluid phases in native pulmonary sur-
factant membranes at physiological temperatures, J. Biol. Chem. 279 (39) (2004)
40,715–40,722.

[17] T. Baumgart, A.T. Hammond, P. Sengupta, T.H. Samuel, D.A. Holowka, B.A.
Baird, W.W. Webb, Large-scale fluid/fluid phase separation of proteins and
lipids in giant plasma membrane vesicles, Proc. Natl. Acad. Sci. 104 (2007)
3165–3170.

[18] L. Montes, A. Alonso, F. Goñi, L.A. Bagatolli, Giant unilamellar vesicles electroformed
from native membranes and organic lipid mixtures under physiological conditions,
Biophys. J. 93 (10) (2007) 3548–3554.

[19] J.P. Reeves, R.M. Dowben, Formation and properties of thin-walled phospholipid
vesicles, J. Cell. Physiol. 73 (1969) 49–60.

[20] K.S. Horger, J. Daniel, R. Capone, M. Mayer, Films of agarose enable rapid formation
of giant liposomes in solutions of physiologic ionic strength, J. Am. Chem. Soc. 131
(5) (2009) 1810–1819.

[21] M. Hishida, H. Seto, K. Yoshikawa, Smooth/rough layering in liquid-crystalline/gel
state of dry phospholipid film, in relation to its ability to generate giant vesicles,
Chem. Phys. Lett. 411 (2005) 267–272.

[22] P. Walde, K. Cosentino, H. Engel, P. Stano, Giant vesicles: preparations and applica-
tions, ChemBioChem 11 (2010) 848–865.

[23] K. Akashi, H. Miyata, H. Itoh, K. Kinosita, Preparation of giant liposomes in physiolog-
ical conditions and their characterization under an optical microscope, Biophys. J. 71
(6) (1996) 3242–3250.

[24] W.L.C. Vaz, H.G. Kapitza, J. Stumpel, E. Sackmann, T.M. Jovin, Translational mobility
of glycophorin in bilayer membranes of dimyristoylphosphatidylcholine, Biochem-
istry 20 (1981) 1392–1396.

[25] B.U. Keller, R. Hedrich, W.L.C. Vaz, M. Criado, Single channel recordings of
reconstituted ion channels proteins: an improved technique, Eur. J. Phys. 411
(1988) 94–100.

[26] M. Angelova, S. Soléau, P. Méléard, F. Faucon, P. Bothorel, Preparation of giant vesi-
cles by external ac electric fields. Kinetics and applications, in: C. Helm, M. Lösche, H.
Möhwald (Eds.), Trends in Colloid and Interface Science VI, Vol. 89 of Progress in
Colloid and Polymer ScienceSpringer, Berlin/Heidelberg 1992, pp. 127–131.

[27] P. Husen, L.A. Arriaga, F. Monroy, J.H. Ipsen, L.A. Bagatolli, Morphometric image anal-
ysis of giant vesicles: a new tool for quantitative thermodynamics studies of phase
separation in lipid membranes, Biophys. J. 103 (2012) 2304–2310.

[28] D.J. Estes, M. Mayer, Giant liposomes in physiological buffer using electroformation
in a flow chamber, Biochim. Biophys. Acta Biomembr. 1712 (2005) 152–160.

[29] N. Bezlyepkina, R. Gracià, P. Shchelokovskyy, R. Lipowsky, R. Dimova, Phase diagram
and tie-line determination for the ternary mixture dopc/eggsm/cholesterol,
Biophys. J. 104 (2013) 1456–1464.

[30] S. Pautot, B.J. Frisken, J. Cheng, S. Xie, D.A. Weitz, Spontaneous formation of lipid
structure at the oil/water/lipid interface, Langmuir 19 (2003) 10,281–10,287.

[31] H.C. Shum, D. Lee, I. Yoon, T. Kodger, D.A. Weitz, Double emulsion templated mono-
disperse phospholipid vesicles, Langmuir 24 (15) (2008) 7651–7653.

[32] T. Pott, H. Bouvrais, P.Meleard, Giant unilamellar vesicle formation under physiolog-
ically relevant conditions, Chem. Phys. Lipids 154 (2008) 115–119.

[33] A.G. Ayuyan, F.S. Cohen, Lipid peroxides promote large rafts: effects of excitation of
probes in fluorescence microscopy and electrochemical reactions during vesicle for-
mation, Biophys. J. 91 (6) (2006) 2172–2183.

[34] S.L. Veatch, I.V. Polozov, K. Gawrisch, S.L. Keller, Liquid domains in vesicles investi-
gated by NMR and fluorescence microscopy, Biophys. J. 86 (2004) 2910–2922.

[35] P. Husen, M. Fidorra, S. Hartel, L.A. Bagatolli, J.H. Ipsen, A method for analysis of lipid
vesicle domain structure from confocal image data, Eur. Biophys. J. 41 (2) (2012)
161–175.

http://dx.doi.org/
http://dx.doi.org/10.1016/j.bbamem.2015.09.020
http://dx.doi.org/10.1016/j.bbamem.2015.09.020
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0005
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0010
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0010
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0015
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0015
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0020
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0025
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0025
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0025
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0030
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0030
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0030
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0035
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0035
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0040
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0040
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0045
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0045
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0045
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0050
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0050
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0050
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0055
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0055
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0060
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0060
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0060
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0060
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0060
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0065
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0065
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0065
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0070
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0070
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0070
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0075
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0075
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0075
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0080
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0080
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0080
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0080
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0085
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0085
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0085
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0085
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0090
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0090
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0090
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0095
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0095
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0100
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0100
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0100
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0105
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0105
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0105
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0110
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0110
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0115
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0115
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0115
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0120
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0120
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0120
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0125
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0125
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0125
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0130
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0130
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0130
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0130
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0135
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0135
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0135
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0140
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0140
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0145
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0145
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0145
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0150
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0150
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0155
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0155
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0160
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0160
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0165
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0165
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0165
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0170
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0170
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0175
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0175
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0175


3180 T. Bhatia et al. / Biochimica et Biophysica Acta 1848 (2015) 3175–3180
[36] M. Fidorra, A. Garcia, J.H. Ipsen, S. Härtel, L.A. Bagatolli, Lipid domains in giant
unilamellar vesicles and their correspondence with equilibrium thermodynamic
phases: a quantitative fluorescence microscopy imaging approach, Biochim.
Biophys. Acta Biomembr. 1788 (10) (2009) 2142–2149.

[37] D. Marsh, Handbook of Lipid Bilayers, 2nd edition CRC Press, 2013.
[38] J.H Ipsen, G. Karlstrom, O.G. Mouritsen, H. Wennerstrom, M.J. Zuckermann, Phase

equilibria in the phosphatidylcholine-cholesterol system, Biochim. Biophys. Acta
905 (1987) 162–172.
[39] M.R. Vist, J.H. Davis, Phase-equilibria of cholesterol dipalmitoylphosphatidylcholine
mixtures-2H nuclear magnetic-resonance and differential scanning calorimetry,
Biochemistry 29 (1990) 451–464.

[40] D.D. Lasic, Liposomes in Gene Delivery, CRC Press, 1997.
[41] D.W. Tank, C. Miller, W.W. Webb, Isolated patch recording from liposomes contain-

ing functionally reconstituted chloride channels from torpedo elstroplax, Proc. Natl.
Acad. Sci. 79 (1983) 7749–7753.

http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0180
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0180
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0180
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0180
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0185
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0190
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0190
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0190
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0195
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0195
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0195
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0200
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0205
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0205
http://refhub.elsevier.com/S0005-2736(15)00305-3/rf0205

	Preparing giant unilamellar vesicles (GUVs) of complex lipid mixtures on demand: Mixing small unilamellar vesicles of compo...
	1. Introduction
	2. Materials and methods
	2.1. Preparation of small unilamellar vesicles (SUVs)
	2.2. Confocal microscopy

	3. Results
	3.1. Preparation of giant unilamellar vesicles (GUVs)
	3.2. Quantification of domain areas in GUVs

	4. Discussion and conclusions
	Transparency document
	Acknowledgments
	Appendix A. Supplementary data
	References


